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Mouse Etv5 qPCR Primer Pair
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QM49462S Mouse Etv5 qPCR Primer Pair 200X
FEamiE T
> Mouse Etv5 qPCR Primer Pair, HNREtvS qPCR3 ¥, T2 THTSYBR GreenfJqPCR. One-Step qRT-PCR&semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAG I,
gPCR (Quantitative PCR)BIE&PCR, WFRELH % E BPCRE LM & &PCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING = WE &N, qPCRE
FAIP R 7T 2SYBR GreenZ 78 e HeREFIREH 1, SYBR GreenZ 7Rl 2 M AT A2, - R IDNALE & Ykl
SYBR Greens AU PCRISFEHFIREIPCRY /=) ; MitRET1%(Probe method), WHE#F A TagManiRErE, MERDEEH
L, TR IR AR K EE A (Quencher) ARIE I DNATREHE M UE I PCRAGIY B AR 41 (1,2]0

XTSYBR Green¥GuklE, FIMEXREL, REFSIVW™HRABARIFENGIEHERE, METRIGFEERIE, R4
f, V8RR, S _RETERLERK, qPCREGEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HFNZDNA (gDNA)MYIHE[3,4]; ARFINSIWr=RdEEFEE, JLPFES TITE AFV/MEBER; 5190 Tm{EZ60°C, KEZH
=Y (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y & (Primer Panel/Primer Array),

AP EATIRG TR, S8 & ER519% (Forward primer, AR _EH7519)f1 A5 (Reverse primer, thWFR NilF5(4) %
1nmol, #2nmol, ~&EEEEE(Nuclease-free), HFEINA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name ets variant 5
Gene Symbol Etv5
Synonyms ERM; 1110005E01Rik; 8430401F14Rik
Organism Mouse
Gene ID 104156
UniProt ID Q9CXC9
Main Accession No. NM_023794
Other Accession No. | BC034680, NM_023794, NM_001358428, NM_023794.2, BC039044
Map Location 16; 16 B1

Pathway =

Predicted to enable DNA-binding transcription activator activity, RNA polymerase II-
specific and RNA polymerase II transcription regulatory region sequence-specific DNA
binding activity. Acts upstream of or within several processes, including neuromuscular
synaptic transmission; regulation of branching involved in mammary gland duct
morphogenesis; and skeletal muscle acetylcholine-gated channel clustering. Predicted
to be located in nucleoplasm. Predicted to be active in nucleus. Is expressed in several
structures, including alimentary system; branchial arch; central nervous system,;
genitourinary system; and sensory organ. Orthologous to human ETVS (ETS variant
transcription factor 5). [provided by Alliance of Genome Resources, Apr 2022]

Gene Summary

Amplicon Information

Amplicon Length (bp) | 145
NCBI mRNA ID NM_023794.2
NCBI Protein ID NP_076283.2

Ensembl Transcript ID

ENSMUST00000079601.13

Ensembl Gene ID

ENSMUSG00000013089.16

Ensembl mRNA ID

Etv5-201
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PCRY ™ i K L a] RE X Rk IR e ) e 17 £ 2 MBI RE s A T 22 5%

BIRARYN 1 SR SRR GF, EOYRBGHETERIZ (Melt curve) 7 #T ABEY 14 S W AR T, WS A —Mafgdh
26 (0f I IR AR B BEDNA Y TmAE), BERRE R — 4, WSRAE AR LR BN, s i, mIREZ S|P
“RASARR R Y B, PR KADNAG R, IR KGR AR, BB E A SER AR (No template control, NTC),
B BAR R PR S BREAR DASNII TR ML 73, ARFEAE L FLRITCEAON BR LI RN 2 57, Al AR P AES 1Y) —RIAsHE
AR S PR S

B RNAAZAFAEY W= P)i5 5, HEEERIBG R qPCR Mix,

AR T LW AR, M TIRRZEERY, MR T RS, MIFRTEEETN,

N T ISR Z 2RERE, KRR — T BRI,

fER7A:

1.

2.

PCRIRZ IR BEHE :

a. JREAT AT, 3000-8000 X gBL17r#h, DARGH S5 W) FREUR, BEMA400pl@8AIK, Joiir s FaEiRS %R, R
JE BRSO TLERY, FFEEERERITIRS), Bf$400ul 2.5uM eachfyPrimer Mix, ali/K#E#E # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRI M T & #IIA . SYBR Green qPCR Mix#5E £ mlfEHIES G & Tk Ls8ivk&aE W, #HEEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%Y) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (Fii5 %) (D7509).

c. ZETREERIKG LIREPCRRMIFR, PA6FLEAIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green gqPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

WL BESIYLIREDN0.2-0.5uM eachN ATERTG REFAVRIIZCSR, HATRIEE I7E0.1-1.0uM each it IAEES MR

W,

2 WEHDNAGMRAEAL-10ng cDNAKNSHE &, RARYMIER S EAKEREERE ERR, WF B, AInk

iR 2 SO AR TR SRR, DAMRE RAERIBRE A 2, RT-PCRRMZEINCDNABEZEABRE, HRMEAE @

PCR/Z M E AT 10%,

W3 6fLIRAHER [ M AR FR 920p], AT DUARIESERRSES /oK, t& by Reids/ R SR R,

W4 ABOZE AR AIBA M B,

d. FABESBREITIRISHEM VortexiRs), EimELED, FRANRETER, #H#E 8 HBeyoFuge™ HEAlB ML E O
(FEE X, 2500rpm) (E6758)3FTHIHBIL,

e. KIREIFHIPCRR M EHPCRIMARE THOCERPCRIN L, FHaERPCRII,

PCRIZ WA :

TEReal-time PCRR MW RTHATHEARAIAE M, EEBENISC 208, BEHEEGCEMIE M IERK N AIES5-105%, AEF2

ABI QuantStudio™ 6 Flexi& Y€ & PCR{CHH:

AR 95°C 24744,

AP 95°C 15%);

1B K /FEMd: 60°C 15-30%);

HEWEbMA B, HIL40MEIF,

KERRHRZR 0T (ATIE) 1 95°C 15%P, 60°C 158D, 95°C 15%);

f. HZEE BPCRIGR IR R

W DL EMQPCRRM ARG, hS%, LR AARER, 51WENEEARmES, FHRESER. 51%. B

BRI RORE S R R 2508, FFARIE LLBI R sl i/ NN AR R, BRI EEQPCR, WSRR A =5 15qPCR, HFRTEIR K /A A

JEn—#72°C 308, BEEEEDS D, cMIGMAX—HBIHL40MEIRRIAT,
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1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000/X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000/X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

1 @ HGAPDH, RPLPO, ACTB. TUBBFMIB2MfENNZ, HUMRX=FLEMELRFTFR, 7JUAZIAEHHPRT1
RNA18SSTEANS, NIKFHREAISLIRMER, EIRs [Py a] i [5-6].

2. /NERAZ5IPI

P S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 qPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000¢X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QM00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢%
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QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QM00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢X
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QM00094 Mouse Ppia qPCR Primer Pair 200/1000¢X

#: #HEEM#HGapdh. Rplp0. Actb. TubbMB2mfEANZS, (HUMRIX=FHILHEH ALK, ATAZIA M HHprt1siRnl8s
TERNZ, AIREHESSRRCE, LiRg Y] R EH[5-6],
3. EFZDNA (gDNA)5|1¥rxt (F T gDNAG Fefanil) -

R E =2 R 2y GBS
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7].
4. SYBR Green qPCR Mix X 4E#1:

2 S I AR (2R3
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step gRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fii5 §+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qPC;I?IPJ{) Mix (2X, High ROX, Bji5 4% 1/5/25ml

=
D7509 BeyoFast™ SYBR Green One-Step gRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i i 1IM/AR
FSF002 wHEE B PCRASMRE (ABI 7 2) 20 /%t
FSF035-100pcs BeyoGold™ %'t 8 PCR A 4R 5 (1 B2 100y /futs
FSF039-20pcs BeyoGold™#)'t7E Bt PCR A B (R B8, 3 11574%) 207 /0
FSF039-100pcs BeyoGold™ %)t B PCRAHIR B (B, i 177 2%) 1004 /0%
FTUB325-1box BeyoGold™ gqPCR/\BkHFE (0.2ml, &, &) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BXHFE (0.2ml, “F-35, 1EHA) 125Hk/&, 108/46
FTUB333 PN E EPCRA96FLIR (ABLF %5) 207 /0%
FTUB384 WHEE mPCRAI384 LR (ABI732%) 20/t
FTUB335-1box BeyoGold™#¢ )& s PCRAI96FLAR (0.2ml, FotR iz, iEHA) 104N/&
FTUB335-5bxs BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, BEHH) 100N/&, 5E/F8
FTUB337-1box BeyoGold™Z K E &PCRAII6FLAR(0.2ml, 4814, 1#EHA) 100N /8
FTUB337-5bxs BeyoGold™Z i &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 101N/8, S&E/F
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